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Chemical Properties

CAS No. :
Formula:

Molecular Weight:

Storage:

Biological Description

Description

Targets(1C50)

In vitro
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Actual storage temperature shall be subject to the COA. |
0 0

TM6 (1-Methyl-6-nitroisatoic anhydride) is a SHAPE reagent for the detection of RNA
chemical structures.

Others

I. SHAPE experiment

1. RNA sample preparation: Extract and purify the target RNA sample to ensure that it is
not contaminated and can be stably present in the SHAPE experiment.

2. Reagent reaction: Dissolve TM6 in an appropriate solvent (such as water or buffer)
and add it to the RNA sample. Usually, the reaction is carried out at room temperature,
and the time can be adjusted according to the experimental design (usually 10-30
minutes).

3. RNA modification: TM6 reacts with the exposed 2'-OH hydroxyl group in the RNA
molecule to form a modified RNA molecule. These modified RNA fragments can be
analyzed by different sequencing technologies (such as high-throughput sequencing).
4. Analysis: Analyze RNA modification data, use SHAPE data to generate a structural
model of RNA, predict its secondary structure or explore its interaction with other
molecules.

II. Study RNA structure and function

1. RNA secondary structure analysis: Use TM6 to modify the RNA sample, and infer the
secondary structure of RNA by analyzing the location of the modification.

2. Interaction study: Combine other experimental methods (such as affinity
chromatography or electrophoresis) to study the interaction between RNA and other
molecules (such as proteins, small molecule ligands) and evaluate the effects of these
interactions on RNA structure.

lll. RNA folding dynamics study

1. Dynamic experiment: By adding 1M6 at different time points, the structural changes
of different regions of RNA during the folding process are marked. Combined with real-
time sequencing technology, the process and intermediates of RNA folding are studied.
2. Temperature gradient experiment: React under different temperature conditions to
evaluate the stability of RNA under different thermodynamic conditions.

IV. RNA binding to small molecules study

1. Binding with small molecules: Add small molecules to RNA samples, label them with
1M6, and analyze RNA structural changes.

2. Comparative analysis: By comparing the modification data of 1M6 in untreated and
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In vitro

small molecule-treated RNA samples, the structural region that binds to the small
molecule is identified.

The above information is based on published literature. Experimental procedures
should be appropriately modified to meet specific research demands.

Solubility Information

Solubility

In vivo Formulation

Preparing Stock Solutions

TmM
5mM
10 mM
50 mM

DMSO: 50 mg/mL (225.07 mM),Sonication is recommended.
(< 1 mg/mlrefers to the product slightly soluble or insoluble)

10% DMS0+40% PEG300+5% Tween-80+45% Saline: 2.5 mg/mL (11.25 mM),Sonication is

recommended.

Please add the solvents sequentially, clarifying the solution as much as possible before adding the next one.
Dissolve by heating and/or sonication if necessary. Working solution is recommended to be prepared and
used immediately. The formulation provided above is for reference purposes only. In vivo formulations may
vary and should be modified based on specific experimental conditions.

Tmg 5mg 10mg
4.5015 mL 22.5073 mL 45.0146 mL
0.9003 mL 4.5015 mL 9.0029 mL
0.45071 mL 2.2507 mL 4.5015 mL
0.090 mL 0.4501 mL 0.9003 mL

Please select the appropriate solvent to prepare the stock solution, according to the solubility of the product in
different solvents. Please use it as soon as possible.

Note: The dilution table applies only to solid products. For liquid products, please calculate the stock solution based
on the stated concentration and/or density.
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