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Anti-PARP1 Antibody (7A800)

Product Details

Ig Type:
Reactivity:
Conjugation:
Clone:

Purification:

Applications

Verified Activity:

Application:

Recommended

Stability & Storage:

Shipping:

Rabbit IgG

Human

Unconjugated

7A800
Affinity-chromatography

1. Western Blot

-Positive WB detected in: K562 whole cell lysate

-All lanes: PARP antibody at 1:2000

-Secondary: Goat polyclonal to rabbit IgG at 1/50000 dilution

-Predicted band size: 114 kDa

-Observed band size: 114 kDa

2. IHC image of TMAH-00853 diluted at 1:100 and staining in paraffin-embedded human breast
cancer performed on a Leica BondTM system. After dewaxing and hydration, antigen retrieval
was mediated by high pressure in a citrate buffer (pH 6.0). Section was blocked with 10%
normal goat serum 30min at RT. Then primary antibody (1% BSA) was incubated at 4°C
overnight. The primary is detected by a Goat anti-rabbit IgG polymer labeled by HRP and
visualized using 0.05% DAB.

3. IHC image of TMAH-00853 diluted at 1:100 and staining in paraffin-embedded human lung
cancer performed on a Leica BondTM system. After dewaxing and hydration, antigen retrieval
was mediated by high pressure in a citrate buffer (pH 6.0). Section was blocked with 10%
normal goat serum 30min at RT. Then primary antibody (1% BSA) was incubated at 4°C
overnight. The primary is detected by a Goat anti-rabbit IgG polymer labeled by HRP and
visualized using 0.05% DAB.

ELISA, WB, IHC
WB:1:500-1:5000; IHC:1:50-1:200.

Store at -20°C or -80°C for 12 months. Avoid repeated freeze-thaw cycles.

Shipping with blue ice.
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A DRUG SCREENING EXPERT

Antigen Details

Immunogen: A synthetic peptide: Human PARP

Antigen Species: Human

Gene ID: 142

Uniprot ID: P09874

Synonyms: PPOL; ADPRT1;ARTD1;PARP;PARP-1;pADPRT-1;poly (ADP-ribose) polymerase 1;ADPRT
Biology Area: Epigenetics and Nuclear Signaling, Cancer, Cell biology, Metabolism

Research Background

Poly-ADP-ribosyltransferase that mediates poly-ADP-ribosylation of proteins and plays a key role in DNA repair.
Mediates glutamate, aspartate, serine or tyrosine ADP-ribosylation of proteins: the ADP-D-ribosyl group of NAD(+) is
transferred to the acceptor carboxyl group of target residues and further ADP-ribosyl groups are transferred to the
2'-position of the terminal adenosine moiety, building up a polymer with an average chain length of 20-30 units.
Serine ADP-ribosylation of proteins constitutes the primary form of ADP-ribosylation of proteins in response to DNA
damage. Mainly mediates glutamate and aspartate ADP-ribosylation of target proteins in absence of HPF1.
Following interaction with HPF1, catalyzes serine ADP-ribosylation of target proteins; HPF1 conferring serine
specificity by completing the PARP1 active site. Also catalyzes tyrosine ADP-ribosylation of target proteins following
interaction with HPF1. PARP1 initiates the repair of DNA breaks: recognizes and binds DNA breaks within chromatin
and recruits HPF1, licensing serine ADP-ribosylation of target proteins, such as histones, thereby promoting
decompaction of chromatin and the recruitment of repair factors leading to the reparation of DNA strand breaks. In
addition to base excision repair (BER) pathway, also involved in double-strand breaks (DSBs) repair: together with
TIMELESS, accumulates at DNA damage sites and promotes homologous recombination repair by mediating poly-
ADP-ribosylation. Mediates the poly(ADP-ribosyl)ation of a number of proteins, including itself, APLF and CHFR. In
addition to proteins, also able to ADP-ribosylate DNA: catalyzes ADP-ribosylation of DNA strand break termini
containing terminal phosphates and a 2'-OH group in single- and double-stranded DNA, respectively. Required for
PARP9 and DTX3L recruitment to DNA damage sites. PARP1-dependent PARP9-DTX3L-mediated ubiquitination
promotes the rapid and specific recruitment of 53BP1/TP53BP1, UIMC1/RAP80, and BRCA1 to DNA damage sites. Acts
as a regulator of transcription: positively regulates the transcription of MTUS1 and negatively regulates the
transcription of MTUS2/TIP150. Plays a role in the positive regulation of IFNG transcription in T-helper 1 cells as part
of an IFNG promoter-binding complex with TXK and EEF1A1. Involved in the synthesis of ATP in the nucleus, together
with NMNAT1, PARG and NUDTS5. Nuclear ATP generation is required for extensive chromatin remodeling events that
are energy-consuming.
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