Data Sheet (cat.No.TMPH-03428) TarQEthl

Rubella virus (strain RN-UK86) Structural polyprotein (His & SUMO)

General Information

Synonyms: p110;Structural polyprotein

Protein Construction: 301-534 aa

Species: RUBV
Expression Host: E. coli
Accession: Q8VA10

Molecular Weight: 37.8 kDa (predicted)
GLQPRADMAAPPAPPQPPCAHGQHYGHHHHQLPFLGHDGHHGGTLRVGQHHRNASDVLPGHCLQGGW
GCYNLSDWHQGTHVCHTKHMDFWCVEHDRPPPATPTPLTTAANSTTAATPATAPAPCHAGLNDSCGGFLS
GCGPMRLRHGADTRCGRLICGLSTTAQYPPTRFACAMRWGLPPWELVVLTARPEDGWTCRGVPAHPGTRCP
ELVSPMGRATCSPASALWLATANALS

QC Testing

Activity has not been tested. It is theoretically active, but we cannot guarantee it. If you
require protein activity, we recommend choosing the eukaryotic expression version first.

AA Sequence:

Biological Activity:

Purity: > 85% as determined by SDS-PAGE.

Endotoxin: < 1.0 EU/pg of the protein as determined by the LAL method.

If the delivery form is liquid, the default storage buffer is Tris/PBS-based buffer, 5%-50%
Formulation: glycerol. If the delivery form is lyophilized powder, the buffer before lyophilization is
Tris/PBS-based buffer, 6% Trehalose, pH 8.0.

Preparation and Storage

Reconstitution:

Reconstitute the lyophilized protein in sterile deionized water. The product concentration should not be less than
100 pg/mL. Before opening, centrifuge the tube to collect powder at the bottom. After adding the reconstitution
buffer, avoid vortexing or pipetting for mixing.

Stability & Storage:

Lyophilized powders can be stably stored for over 12 months, while liquid products can be stored for 6-12 months
at -80°C. For reconstituted protein solutions, the solution can be stored at -20°C to -80°C for at least 3 months.

Please avoid multiple freeze-thaw cycles and store products in aliquots.
Actual storage temperature shall be subject to the COA.

Shipping:

In general, lyophilized powders are shipped with blue ice, while solutions are shipped with dry ice.

Protein Background

Capsid protein interacts with genomic RNA and assembles into icosahedric core particles 65-70 nm in diameter.
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A DRUG SCREENING EXPERT

The resulting nucleocapsid eventually associates with the cytoplasmic domain of E2 at the cell membrane, leading
to budding and formation of mature virions from host Golgi membranes. Phosphorylation negatively regulates
RNA-binding activity, possibly delaying virion assembly during the viral replication phase. Capsid protein
dimerizes and becomes disulfide-linked in the virion. Modulates genomic RNA replication. Modulates subgenomic
RNA synthesis by interacting with human C1QBP/SF2P32. Induces both perinuclear clustering of mitochondria and
the formation of electron-dense intermitochondrial plaques, both hallmarks of rubella virus infected cells. Induces
apoptosis when expressed in transfected cells.; Responsible for viral attachment to target host cell, by binding to
the cell receptor. Its transport to the plasma membrane depends on interaction with E1 protein. The surface
glycoproteins display an irregular helical organization and a pseudo-tetrameric inner nucleocapsid arrangement.;
Class Il viral fusion protein. Fusion activity is inactive as long as E1 is bound to E2 in mature virion. After virus
attachment to target cell and clathrin-mediated endocytosis, acidification of the endosome would induce
dissociation of E1/E2 heterodimer and concomitant trimerization of the E1 subunits. This E1 homotrimer is fusion
active, and promotes release of viral nucleocapsid in cytoplasm after endosome and viral membrane fusion. The
cytoplasmic tail of spike glycoprotein E1 modulates virus release. The surface glycoproteins display an irregular
helical organization and a pseudo-tetrameric inner nucleocapsid arrangement.
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