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BAG6 Protein, Human, Recombinant (E. coli, His & Myc)
General Information

Synonyms:
BAT3;Protein Scythe;BAG family molecular chaperone regulator 6;Protein G3;BCL2-
associated athanogene 6 (BAG-6);G3;HLA-B-associated transcript 3;Large proline-rich
protein BAG6;BAG6

Protein Construction： 1-321 aa

Species： Human

Expression Host： E. coli

P46379Accession：

41.7 kDa (predicted)Molecular Weight：
MEPNDSTSTAVEEPDSLEVLVKTLDSQTRTFIVGAQMNVKEFKEHIAASVSIPSEKQRLIYQGRVLQDDKKLQE
YNVGGKVIHLVERAPPQTHLPSGASSGTGSASATHGGGSPPGTRGPGASVHDRNANSYVMVGTFNLPSDGS
AVDVHINMEQAPIQSEPRVRLVMAQHMIRDIQTLLSRMECRGGPQPQHSQPPPQPPAVTPEPVALSSQTSEP
VESEAPPREPMEAEEVEERAPAQNPELTPGPAPAGPTPAPETNAPNHPSPAEYVEVLQELQRLESRLQPFLQ
RYYEVLGAAATTDYNNNHEGREEDQRLINLVG

AA Sequence：

QC Testing

Biological Activity：
Activity has not been tested. It is theoretically active, but we cannot guarantee it. If you
require protein activity, we recommend choosing the eukaryotic expression version first.

Purity： > 85% as determined by SDS-PAGE.

Endotoxin： < 1.0 EU/μg of the protein as determined by the LAL method.

Formulation： Tris-based buffer, 50% glycerol

Preparation and Storage

Reconstitution：
A Certificate of Analysis (CoA) containing reconstitution instructions is included with the products. Please refer to
the CoA for detailed information.

Stability & Storage：
Lyophilized powders can be stably stored for over 12 months, while liquid products can be stored for 6-12 months
at -80°C. For reconstituted protein solutions, the solution can be stored at -20°C to -80°C for at least 3 months.
Please avoid multiple freeze-thaw cycles and store products in aliquots.
Actual storage temperature shall be subject to the COA.

Shipping：

In general, lyophilized powders are shipped with blue ice, while solutions are shipped with dry ice.

Protein Background

ATP-independent molecular chaperone preventing the aggregation of misfolded and hydrophobic patches-
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A DRUG SCREENING EXPERT

containing proteins. Functions as part of a cytosolic protein quality control complex, the BAG6/BAT3 complex,
which maintains these client proteins in a soluble state and participates in their proper delivery to the
endoplasmic reticulum or alternatively can promote their sorting to the proteasome where they undergo
degradation. The BAG6/BAT3 complex is involved in the post-translational delivery of tail-anchored/type II
transmembrane proteins to the endoplasmic reticulum membrane. Recruited to ribosomes, it interacts with the
transmembrane region of newly synthesized tail-anchored proteins and together with SGTA and ASNA1 mediates
their delivery to the endoplasmic reticulum. Client proteins that cannot be properly delivered to the endoplasmic
reticulum are ubiquitinated by RNF126, an E3 ubiquitin-protein ligase associated with BAG6 and are sorted to the
proteasome. SGTA which prevents the recruitment of RNF126 to BAG6 may negatively regulate the ubiquitination
and the proteasomal degradation of client proteins. Similarly, the BAG6/BAT3 complex also functions as a sorting
platform for proteins of the secretory pathway that are mislocalized to the cytosol either delivering them to the
proteasome for degradation or to the endoplasmic reticulum. The BAG6/BAT3 complex also plays a role in the
endoplasmic reticulum-associated degradation (ERAD), a quality control mechanism that eliminates unwanted
proteins of the endoplasmic reticulum through their retrotranslocation to the cytosol and their targeting to the
proteasome. It maintains these retrotranslocated proteins in an unfolded yet soluble state condition in the cytosol
to ensure their proper delivery to the proteasome. BAG6 is also required for selective ubiquitin-mediated
degradation of defective nascent chain polypeptides by the proteasome. In this context, it may participate in the
production of antigenic peptides and play a role in antigen presentation in immune response. BAG6 is also
involved in endoplasmic reticulum stress-induced pre-emptive quality control, a mechanism that selectively
attenuates the translocation of newly synthesized proteins into the endoplasmic reticulum and reroutes them to
the cytosol for proteasomal degradation. BAG6 may ensure the proper degradation of these proteins and thereby
protects the endoplasmic reticulum from protein overload upon stress. By inhibiting the polyubiquitination and
subsequent proteasomal degradation of HSPA2 it may also play a role in the assembly of the synaptonemal
complex during spermatogenesis. Also positively regulates apoptosis by interacting with and stabilizing the
proapoptotic factor AIFM1. By controlling the steady-state expression of the IGF1R receptor, indirectly regulates
the insulin-like growth factor receptor signaling pathway.; Involved in DNA damage-induced apoptosis: following
DNA damage, accumulates in the nucleus and forms a complex with p300/EP300, enhancing p300/EP300-
mediated p53/TP53 acetylation leading to increase p53/TP53 transcriptional activity. When nuclear, may also act
as a component of some chromatin regulator complex that regulates histone 3 'Lys-4' dimethylation (H3K4me2).;
Released extracellularly via exosomes, it is a ligand of the natural killer/NK cells receptor NCR3 and stimulates NK
cells cytotoxicity. It may thereby trigger NK cells cytotoxicity against neighboring tumor cells and immature
myeloid dendritic cells (DC).; Mediates ricin-induced apoptosis.
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